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A34: Nucleic acid sequence (SEQ ID NO: 3): 

CTTCTTGTGGTAGGGACCTCTCCTCAGTATTTGAAACTAACCAGCATCTGACAGA 

TTTCGAATTTGTAAAAAATACGCTCGAAGATTCAGGAATGAAGCTTCTGTGTGAA 

GGATTAAAACAGCCCAACTGTGTATTACAGACATTGAGGTGGTACCGGTGCCTTA 

TCTCTTCTGCTTCTTGTGGGGCTCTAGCAGCTGTTCTTAGCACCAGTCAGTGGCT 

CACTGAACTGGAATTTAGTGAGACAAAACTGGAAGCTTCAGCTTTGAAATTGCTC 

TATGGAGGCTTAAAAGATCCAAATTGCAAATTACAGAAGCTCAACTTGCAGTTTT 

CTTTATCTGTAACCGCTGCAAAACTTCCAGTTGGAATGGTTGGAAATTGTTCTGG 

TTTCTCGGGATCATTGGTGCAATCTCATTTTGGCTACTGTCAGGACAGTTCTTTC 

AAATGTGATCTTTGTAAGCTGCTCTGGCCTTCCACCAGAGTTGCTGCTGCAAAGG 

ATTGTGGGAGTCCTAAGTCCTTCCTATCAGAAGGGCTGAACTGGGCAGGAAGACT 

TGAGGCAGTGGAGGAGGTTTTGGGGTTGGGGGTGCTTGTACAGCCCGGTGACCCA 

GCATCTCAGGGTGGGGGGCATTGTGAAAACTATGGGTCTTTTAGAGACTTGGTGG 

ACTTAGAAGTCAAGGCAGAACCAAGCCTGAGAAAAGGTGGTATGGATCTCCAGAG 

ACCCACCCTACAAGTTGTCCTCCTTTGCAAAATCTTCTCCCTCAAACTATTTCTC 

TTTATTGCATTGCCTAATTCTCCTGGTCAGGTTAGTGTGGTGCAAGTGACCATCC 

CAGACGGTTTCGTGAACGTGACTGTTGGATCTAATGTCACTCTCATCTGCATCTA 

CACCACCACTGTGGCCTCCCGAGAACAGCTTTCCATCCAGTGGTCTTTCTTCCAT 

AAGAAGGAGATGGAGCCAATTTCTATTTACTTTTCTCAAGGTGGACAAGCTGTAG 

CCATCGGGCAATTTAAAGATCGAATTACAGGGTCCAACGATCCAGGTAATGCATC 

TATCACTATCTCGCATATGCAGCCAGCAGACAGTGGAATTTACATCTGCGATGTT 

AACAACCCCCCAGACTTTCTCGGCCAAAACCAAGGCATCCTCAACGTCAGTGTGT 

TAGTGAAACCTTCTAAGCCCCTTTGTAGCGTTCAAGGAAGACCAGAAACTGGCCA 

CACTATTTCCCTTTCCTGTCTCTCTGCGCTTGGAACACCTTCCCCTGTGTACTAC 

TGGCATAAACTTGAGGGAAGAGACATCGTGCCAGTGAAAGAAAACTTCAACCCAA 

CCACCGGGATTTTGGTGATTGGAAATCTGACAAATTTTGAACAAGGTTATTACCA 

GTGTACTGCCATCAACAGACTTGGCAATAGTTCCTGCGAAATCGATCTCACTTCT 

TCACATCCAGAAGTTGGAATCATTGTTGGGGCCTTGATTGGTAGCCTGGTAGGTG 

CCGCCATCATCATCTCTGTTGTGTGCTTCGCAAGGAATAAGGCAAAAGCAAAGGC 

AAAAGAAAGAAATTCTAAGACCATCGCGGAACTTGAGCCAATGACAAAGATAAAC 

CCAAGGGGAGAAAGCGAAGCAATGCCAAGAGAAGACGCTACCCAACTAGAAGTAA 

CTCTACCATCTTCCATTCATGAGACTGGCCCTGATACCATCCAAGAACCAGACTA 

TGAGCCAAAGCCTACTCAGGAGCCTGCCCCAGAGCCTGCCCCAGGATCAGAGCCT 

ATGGCAGTGCCTGACCTTGACATCGAGCTGGAGCTGGAGCCAGAAACGCAGTCGG 

AATTGGAGCCAGAGCCAGAGCCAGAGCCAGAGTCAGAGCCTGGGGTTGTAGTTGA 

GCCCTTAAGTGAAGATGAAAAGGGAGTGGTTAAGGCATAG 

A34 amino acid sequence (SEQ ID NO: 4): 

MDLQRPTLQVVLLCKIF^ 

L I C I YTTT VAS REQLS I QWS F FHKKEME P I S I YF S QGGQAVA I GQF KDRI TGSND 
PGNASITISHMQPADSGIYICDV3STNPPDFLGQNQGILNVSVLVKPSKPLCSVQGR 
PETGHTISLSCLSALGTPSPVYYWHKLEGRDIVPVKENFNPTTGILVIGNLTNFE 
QGYYQCTAINRLGNSSCEIDLTSSHPEVGI I VGAL I GS LVGAAI 1 1 SWCFARNK 
AKAKAKERNS KT I AE LE PMTKI NPRGE S E AMPREDATQLE VTL> P SSI HETGPDT I 
QEPDYEPKPTQEPAPEPAPGSEPMAVPDLDIELELEPETQSELEPEPEPEPESEP 
GVWEPLSEDEKGWKA 
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A34 clone nucleic acid sequence (SEQ. ID NO: 5) 

ACTGTTGGATCTAATGTCACTCTCATCTGCATCTACACCACCACTGTGGCCTCCCGAGA 
ACAGCTTTCCATCCAGTGGTCTTTCTTCCATAAGAAGGAGATGGAGCCAATTTCTATTT 
ACTTTTCTCAAGGTGGACAAGCTGTAGCCATCGGGCAATTTAAAGATCGAATTACAGGG 
TCCAACGATCCAGGTAATGCATCTATCACTATCTCGCATATGCAGCCAGCAGACAGTGG 
AATTTACATCTGCGATGTTAACAACCCCCCAGACTTTCTCGGCCAAAACCAAGGCATCC 
TCAACGTCAGTGTGTTAGTGAAACCTTCTAAGCCCCTTTGTAGCGTTCAAGGAAGACCA 
GAAACTGGCCACACTATTTCCCTTTCCTGTCTCTCTGCGCTTGGAACACCTTCCCCTGT 
GTACTACTGGCATAAACTTGAGGGAAGAGACATCGTGCCAGTGAAAGAAAACTTCAACC 
CAACCACCGGGATTTTGGTCATTGGAAATCTGACAAATTTTGAACAAGGTTATTACCAG 
TGTACTGCCATCAACAGACTTGGCAATAGTTCCTGCGAAATCGATCTCACTTCTTCACA 
TCCAGAAGTTGGAATCATTGTTGGGGCCTTGATTGGTAGCCTGGTAGGTGCCGCCATCA 
TCATCTCTGTTGTGTGCTTCGCAAGGAATAAGGCAAAAGCAAAGGCAAAAGAAAGAAAT 
TCTAAGACCATCGCGGAACTTGAGCCAATGACAAAGATAAACCCAAGGGGAGAAAGCGA 
AGCAATGCCAAGAGAAGACGCTACCCAACTAGAAGTAACTCTACCATCTTCCATTCATG 
AGACTGGCCCTGATACCATCCAAGAACCAGACTATGAGCCAAAGCCTACTCAGGAGCCT 
GCCCCAGAGCCTGCCCCAGGATCAGAGCCTATGGCAGTGCCTGACCTTGACATCGAGCT 
GGAGCTGGAGCCAGAAACGCAGTCGGAATTGGAGCCAGAGCCAGAGCCAGAGCCAGAGT 
CAGAGCCTGGGGTTGTAGTTGAGCCCTTAAGTGAAGATGAAA 



A34 clone amino acid sequence (SEQ. ID NO: 6) 

TVGSNVTLICIYTTTVASREQLSIQWSFFHKKEMEPISIYFSQGGQAVAIGQFKDRITG 
SNDPGNASITISHMQPADSGIYICDVNNPPDFLGQNQGILNVSVLVKPSKPLCSVQGRP 
ETGHTISLSCLSALGTPSPVYYWHKLEGRDIVPVKENFNPTTGILVIGNLTNFEQGYYQ 
CTAINRLGNSSCEI DLTSSHPEVGI I VGALIGSLVGAAII I SWCFARNKAKAKAKERN 
SKTIAELEPMTKINPRGESEAMPREDATQLEVTLPSSIHETGPDTIQEPDYEPKPTQEP 
APEPAPGSEPMAVPDLDIELELEPETQSELEPEPEPEPESEPGWVEPLSEDE 
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A33-like 3 polynucleotide sequence (SEQ ID NO: 7): 

TGTGCAGGCAACAGGAAACAAATACAGAGGGCAGAGCAAGGATTGGTCAGGACGG 
GCTTAGTGAGAAAGGCTCTGAACGAGACACACACCAGCTGCAGCTTCGTACTGAC 
GCCTGCCAGCTCCTACACACCTTCCTGGGCAACTGCCAGCGGGGCAAGGCAGGCC 
TGGGGCCACCCTGCAGGCAGTGTCTGGGCCCTCAGCTCCCCCTCCCTCCACCTAC 
CCCCTCACACCCACCACTACGACCCCACGGGATACCCAGCCCAGACGGAGGAAAC 
ACCGAGCCTAGAGACATGAGAGTTGGAGGAGCATTCCACCTTCTACTCGTGTGCC 
TGAGCCCAGCACTGCTGTCTGCTGTGCGGATCAACGGGGATGGACAGGAGGTCCT 
GTACCTGGCAGAAGGTGATAATGTGAGGCTGGGCTGCCCCTACGTCCTGGACCCT 
GAGGACTATGGTCCCAATGGGCTGGACATCGAGTGGATGCAGGTCAACTCAGACC 
CCGCCCACCACCGAGAGAACGTGTTCCTTAGTTACCAGGACAAGAGGATCAACCA 
TGGCAGCCTTCCCCATCTGCAGCAGAGGGTCCGCTTTGCAGCCTCAGACCCAAGC 
CAGTACGATGCCTCCATCAACCTCATGAACCTGCAGGTATCTGATACAGCCACTT 
ATGAGTGCCGGGTGAAGAAGACCACCATGGCCACCCGGAAGGTCATTGTCACTGT 
CCAAGCACGACCTGCAGTGCCCATGTGCTGGACAGAGGGCCACATGACATATGGC 
AACGATGTGGTGCTGAAGTGCTATGCCAGTGGGGGCTCCCAGCCCCTCTCCTACA 
AGTGGGCCAAGATCAGTGGGCACCATTACCCCTATCGAGCTGGGTCTTACACCTC 
CCAGCACAGCTACCACTCAGAGCTGTCCTACCAGGAGTCCTTCCACAGCTCCATA 
AACCAAGGCCTGAACAATGGGGACCTGGTGTTGAAGGATATCTCCAGAGCAGATG 
ATGGGCTGTATCAGTGCACAGTGGCCAACAACGTGGGCTACAGTGTTTGTGTGGT 
GGAGGTGAAGGTCTCAGACTCCCGGCGTATAGGCGTGATCATCGGCATCGTCCTG 
GGCTCTCTGCTCGCGCTGGGCTGCCTGGCCAGAGGACGCCGTGGCGCCCGGGTGC 
AAGGCCAGCGGGCGCGGCAGCCGCGTCACCCACCTCCTGGGGTACCCGACGCAGA 
ACGTCAGCCGCTCCCTGCGCCGCAATACGCGCCTCCCCCCTGCGGCGGCCCCGAG 
GACGTGGCCCTGGCGCCCTGCACCGCCGCCGCCGCCTGCGAAGCGGGCCCCTCCC 
CGGTCTACGTCAAGGTCAAGAGCGCGGAGCCGGCTGACTGCGCCGAGGGGCCGGT 
GCAGTGCAAGAACGGCCTCTTGGTGTGA 

A33-like 3 polypeptide sequence (SEQ ID NO: 8): 

MRVGGAFHLLLVCLSPALLSAVRINGDGQEVLYLAEGDNVRLGCPYVLDPEDYGP 

MGLDIEWMQVNSDPAHHRElWFLSYQDKRIISrHGSLPHLQQRVRFAASDPSQYDAS 

INLMNLQVSDTATYECRVKKTTMATRKVIVTVQARPAVPMCWTEGHM 

KCYASGGSQPLSYKWAKISGHHYPYRAGSYTSQHSYHSELSYQESFHSSINQGLN 

NGDLVLKDI SRADDGLYQCTVANNVGYSVCVVEVKVSDSRRIGVI IGI VLGSLLA 

LGCLARGRRGARVQGQRARQPRHPPPGVPDAERQPLPAPQYAPPPCGGPEDVALA 

PCTAAAACEAGPSPVYVKVKSAEPADCAEGPVQCKNGLLV 
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A33-like 3 vs A33: 

Score = 67.4 bits (163), Expect = 2e-10 

Identities = 63/232 (27%), Positives = 95/232 (40%), Gaps = 35/232 (15%) 

QEVLYLAEGDNVRLGC PYVLD PEDYGPNGLD I EWMQVNSDPAHHRENVFLS YQDKRINHG 8 8 
Q+VL ++G +VLCY GL I+W ++ H V + +K HG 

QDVLRASQGKSVTIiPCTYHTSTSSR — EGL- IQWDKLLL- - THTERWI WPFSNKNY I HG 82 

S L PHLQQRVRF AAS DPS Q YD AS I NLMNLQ VSDT ATYE C R VKKTT MATRKVIVTVQA 144 

L + RV + ++ Q DASI + L ++D TYEC V + +V + V 

EL--YKNRVSIS-NNAEQSDASITIDQLTMADNGTYECSVSLMSDLEGNTKSRVRLIjVLV 139 

RPAVPMCWTE GHMTYGNDVVIjKC YASGGSQPL S YKWAKI SGHHYP YRAG S YTSQHS YHS E 2 04 

P+ P C EG GN++ LC+GS YW + + 
PPSKPECGIEGETIIGNNIQLTCQSKEGSPTPQYSWKRYN 179 

LSYQESFHSS INQGLNNGDIjVIjKDI SRADDGLYQCTVANNVGYS VC WEVKV 256 (SEQ. ID NO: 9) 
+ QE + Q + + LK+IS GYCT+N G C+VV 

ILNQE QPLAQPASGQPVSLKNISTDTSGYYICTSSNEEGTQFCNITVAV 228 (SEQ. ID NO: 10) 



Query: 


29 


A33 : 


28 


Query: 


89 


A33 : 


83 


Query: 


145 


A33 : 


140 


Query: 


205 


A33 : 


180 



FIG. 7 



WO 2004/037999 



8/24 



iU / 5^2489 

PCT7US2003/033707 




00 

I 

fa 



IU / 532489 

WO 2004/037999 PCT7US2003/033707 

11/24 




WO 2004/037999 



12/24 



10/53248 9 



PCTAJS2003/033707 




10/532489 

WO 2004/037999 PCTVUS2003/033707 

13/24 




WO 2004/037999 



14/24 



10/ 53248 



PCT7US2003/033707 





10 / 532489 



WO 2004/037999 PCT/US2003/033707 

16/24 




WO 2004/037999 



17/24 



10/5324 



PCT7US2003/033707 




10/ 532489 



WO 2004/037999 PCT/US2003/033707 

18/24 




I U / 532489 

PCT/US20037033707 

TA-Bl-mur.A34 Light Chain Clone: 209-970 



WO 2004/037999 

19/24 



atgaggtgccttgttcagtttctggggctgcttgtgctctggatccct 
MRCLVQFLGLLVLWFP 
ggagccattggggatattgtgatgactcaggctgcaccctctgtccctgtcactcctgga 
GAIGDIVMTQAAPSV P V T P G 

gagtcagtatccatctcctgcaggtctagtacgagtctcctgcat^^^|@^^§^3 
E I S V S I S CRS S TSLLHSNGN T 

RCTS^j^^ tggttcctgcagaggccaggccagtctcctcagctcctgatatat lgggatg 

Y LYWFLQRPGQS PQLL I YRM 

^ce'aacctt'gcctca^ gagtcccagacaggttcagtggcagtgggtcaggaactgctttc 

SNLASGVPDRFSGSGSG T A F 

acactgagaatcagtagagtggaggctgaggatgtgggtatttattactgt||^|^^§l| 

T L R I S R V EAEDVGIYYCMQH 

8BI^^^^^^ ^^^|ttcqqaqcrqcrqqaccaaactqqaaataaaacqq 

LEYPFTFGGGTKLE I KR~ 



(SEQ ID NO: 20) 
(SEQ ID NO: 21) 



TA-B1-A34 Heavy Chain 4 Clone: 209-970 



atgaactttgggttcagcttggttttccttgcccttattttaaaaggt 
MNFGFSLVFLALILKG 
gtccagtgtgaggtggagctggtggagtctgggggaggcctagtgcagcctggagggtcc 
VQCEVELVESGGGL V Q P G G S 
ctgaaactctcctgtgcagcctctggattcaccttcagt jact~ c-tij^fejajjf-fe^ tgggtt 
LKLSCAASGFTF S T F G M S _W V 
cgccagactccagacaagaggctggagttggtcgca jaccattaa^gtaatg^l'jgtlaigg 
R Q TP DKRLELVATINSNGGR 
acctattatcfeaga'cagt.gibgaagggc cgattcaccatctccagagaaaatgccaagaa 
TYYLDSVKGRFTI SRENAKN 
accctgtacctgcaaatgagcagtctgaagtctgaggacacagccatgtattactgtgca 
T LYLQMSSLKSEDT A M Y Y C A 

R 9 DGGLLRDSAWFAY w"q 9 Q g"t L 
gtcactgtctctgca (SEQ ID NO: 22) 
V T V S A (SEQ ID NO: 23) 
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TA-Bl-mur.A34 Light Chain Clone: 209-564 



atgaggtgccttgctcagcttctggggctgcttgtgctctggatccct 
MRCLAQLLCLLVLWI P 
ggagccattggggatattgtgatgactcaggctgcaccctctgtacctgtcactcctgga 
GAIGDIVMTQAAPSVPV T P G 
gagtcagtatccatctcctgcaggtctagtacgagtctcctgcat ^MaSit^^i^^^fli 
ES V S ISCRSSTSLLHGNGNT 
Kfeflj^ pjtggttcctgcagaggccaggccagtctcctcagctcctqatatat gggalig 
, Y Y -,.™ „ P - LQRPGQSPQLLIYRM 

fecc^accttgqStcal ggagtcccagacaggttcagtggcagtggqtcagqaactqctttc 
SNLASGVPD RFSGSGSG T A F 
acactgagaatcagtagagtggaggctgaggatgtgggtatttattactgt^^^^^^^ 
T L R I S R V EAEDVGI YYCMQH 

LEYPFTFGG 9 g"t K \ I K r" 

(SEQ ID NO: 24) 
(SEQ ID NO: 25) 



TA-B1-A34 Heavy Chain 4 Clone: 209-564 



atggactttgggttcagcttggttttccttgcccttattttaaaaggt 
MDFGFSLVFLALILKG 
gtccagtgtgaggtggagctggtggagtctgggggaggcttagtgcagcctggagggtcc 
VQCEVELVESGGG L V Q P G G S 

ctgaaactctcctgtgcagcctctggattcaccttcagt g|g^^^^a^§ t ggg tt 
LKLSCAASGFTF S S Y G _M S W_ V 

cgccagactccagacaagaggctggagttggtcgcafe^ 

R Q T P D K R L E LVATINSNGGR 

! acGlattal:cta : ,ga^^ 

TYYLDSVKGRFTI SRDNAKN 
accctgtacctgcaaatgagcagtctgaagtctgaggacacagccatgtattactgtgca 
T LYL Q M SSLKSEDTA M Y Y C A 

RDGGLLRDSAWFAYWGQGTL 

gtcactgtctctgca 

V T V S A 

(SEQ ID NO: 26) 

(SEQ ID NO: 27) 



FIG. 22 



WO 2004/037999 



PCTYUS2003/033707 



8 



21/24 



TA-Bl-mur,A34 Light Chain Clone: 209-342 



atgagggcccctgctcagatttttggattcttgttgctctggttccca 
MRAPAQ I FGFLLLWFP 
ggtgccagatgtgaaatccagatgacccagtctccatcctctatgtctgcatctctggga 
GARCEIQMTQSPSSMSASLG 
gacagaataaccatcaci 



;ggtat 

D R I T I T C Q AT QD I V K NL NW Y 
cagcagaaaccagggaaacccccttcaatcctgatctat ^atgc^ac^gaactggcaga^ 
QQKPGKPPS ILIYYATELAE 
ggggtcccatcaaggttcagtggcagtgggtctgggtcagactattctctgacaatcagc 
GVPSRFSGSGSG SDYSLTIS 

N L ESEDFADYY LQFY DFPL 

B@ittcggtgctgggaccaagctggagctgaaacgg (SEQ ID NO: 28) 
TFGAGTKLELKR (SEQ ID NO: 29) 



TA-Bl-xmir .A34 Heavy Chain Clone: 2 09 -342 



atgggatggagctatatcatcttctttctggtagcaacagctacaggt 
MGWSYI I FFLVATATG 
gtgcactcccaggtccagctgcagcagtctgggcctgagctggtgaggcctggggtctca 
VHSQVQLQQSGPEL V ^ R _P G V S 
gtgaagatttcctgcaagggttccggctacacattcact ^ 

VKISCKGSGYTFTDY ATHWV 

aggcagagtcatgcaaagagtctagagtggattgga gfctat^gta^tactctggtaatj 

R^QSHAKSLEWIGVISSYSGN 

a^aagtacaaccagaactttaaggacaaggccacaatgactgtagacaaatcctccagc 

TKY NQNFKD KATMTVDKSSS 

acagcctatatggaacttgccagattgacatctgaggattctgccatgtattactgtgca 

T AYMELARLTSED S A M Y Y C A 

RYDYDVRYYAMDYWGQGTSV 
accgtctcctca (SEQ ID NO: 30) 
T V S S (SEQ ID NO: 31) 
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TA-Bl-mur.A34 light chain clone 209-970 

CDR1: SNGNTYLY 
CDR2: RMSNLAS 
CDR3: MQHLEYPFT 



(SEQ ID NO: 32) 
(SEQ ID NO: 33) 
(SEQ ID NO: 34) 



TA-B1-A34 heavy chain clone 4 209-970 
CDR1: TFGMS 

CDR2: TINSNGGRTYYLDSVKG 
CDR3: DGGLLRDSAWFAY 



(SEQ ID NO: 35) 
(SEQ ID NO: 36) 
(SEQ ID NO: 37) 



TA-Bl-mur A34 light chain clone 209-564 

CDR1: GNGNTYLY 
CDR2: RMSNLAS 
CDR3: MQHLEYPFT 



(SEQ ID NO: 38) 
(SEQ ID NO: 39) 
(SEQ ID NO: 40) 



TA-B1-A34 heavy chain clone 4 209-564 
CDR1: SYGMS 

CDR2: TINSNGGRTYYLDSVKG 
CDR3: DGGLLRDSAWFAY 



(SEQ ID NO: 41) 
(SEQ ID NO: 42) 
(SEQ ID NO: 43) 



TA-Bl-mur.A34 light chain clone 209-342 

CDR1: QATQDIVKNLN 
CDR2: YATELAE 
CDR3: LQFYDFPLT 



(SEQ ID NO: 44) 
(SEQ ID NO: 45) 
(SEQ ID NO: 46) 



TA-Bl-mur.A34 heavy chain clone 209-342 

CDR1: DYATH 
CDR2: VTSSYSGNT 
CDR3: YDYDVRYYAMDY 



(SEQ ID NO: 47) 
(SEQ ID NO: 48) 
(SEQ ID NO: 49) 
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AGCGGGGCGATGCCCAGCAGATAAGCCAGGCAAACCTCGGTGTGATCGAAGAAGCCAATTTG 

AGACTCAGCCTAGTCCAGGCAAGCTACTGGCACCTGCTGCTCTCAACTAACCTCCACACAAT 

GGTGTTCGCATTTTGGAAGGTCTTTCTGATCCTAAGCTGCCTTGCAGGTCAGGTTAGTGTGG 

TGCAAGTGACCATCCCAGACGGTTTCGTGAACGTGACTGTTGGATCTAATGTCACTCTCATC 

TGCATCTACACCACCACTGTGGCCTCCCGAGAACAGCTTTCCATCCAGTGGTCTTTCTTCCA 

TAAGAAGGAGATGGAGCCAATTTCTATTTACTTTTCTCAAGGTGGACAAGCTGTAGCCATCG 

GGCAATTTAAAGATCGAATTACAGGGTCCAACGATCCAGGTAATGCATCTATCACTATCTCG 

CATATGC^GCCAGCAGAC^GTGGAATTTAC^TCTGCGATGTTAACAACCCCCGA.GACTTTCT 

CGGCCAAAACCAAGGCATCCTCAACGTCAGTGTGTTAGTGAAACCTTGTAAGCCCCTTTGTA 

GCGTTCAAGGAAGACCAGAAACTGGCCACACTATTTCCCTTTCCTGTCTCTCTGCGCTTGGA 

ACACCTTCCCCTGTGTACTACTGGCATAAACTTGAGGGAAGAGACATCGTGCCAGTGAAAGA 

AAACTTCAACCCAACCACCGGGATTTTGGTCATTGGAAATCTGACAAATTTTGAACAAGGTT 

ATTACCAGTGTACTGCCATCAACAGACTTGGCAATAGTTCCTGCGAAATCGATCTCACTTCT 

TCACATCCAGAAGTTGGAATCATTGTTGGGGCCTTGATTGGTAGCCTGGTAGGTGCCGCCAT 

CATCATCTCTGTTGTGTGCTTCGC^GGAATAAGGCAAAAGCAAAGGCAAAAGAAAGAAATT 

CTAAGACCATCGCGGAACTTGAGCCAATGACAAAGATAAACCCAAGGGGAGAAAGCGAAGCA 

ATGCCAAGAGAAGACGCTACCCAACTAGAAGTAACTCTACCATCTTCCATTCATGAGACTGG 

CCCTGATACCATCCAAGAACCAGACTATGAGCCAAAGCCTACTCAGGAGCCTGCCCCAGAGC 

CTGCCCCAGGATCAGAGCCTATGGCAGTGCCTGACCTTGACATCGAGCTGGAGCTGGAGCCA 

GAAACGCAGTCGGAATTGGAGCCAGAGCCAGAGCGAGAGCCAGAGTCAGAGCCTGGGGTTGT 

AGTTGAGCCCTTAAGTGAAGATGAAAAGGGAGTGGTTAAGGCATAGGCTGGTGGCCTAAGTA 

CAGCATTAATCATTAAGGAACCCATTACTGCCATTTGGAATTCAAATAACCTAACCAACCTC 

CACCTCCTCCTTCCATTTTGACCAACCTTCTTCTAACAAGGTGCTCATTCCTACTATGAATC 

CAGAATAAACACGCCAAGATAACAGCTAAATCAGCAAGGGTTCCTGTATTACCAATATAGAA 

TACTAACAATTTTACTAACACGTAAGCATAACAAATGACAGGGCAAGTGATTTCTAACTTAG 

TTGAGTTTTGCAACAGTACCTGTGTTGTTATTTCAGAAAATATTATTTCTCTCTTTTTAACT 

ACTCTTTTTTTTTATTTTGGACAGAGTCTTGCTCCGTCGCGCAGGCTGTGATCGTAGTGGTG 

CGATCTCGGCTCACTGCGGCCTCCGCTCCCTGGGTTCGGGCGATTCTCCTGCCTGGGCCTCC 

TGAGTGGCTGGGACTGCAGGCACGTGCCGCCACGCCCGGCTAATTTTTTGTATTTTTGGTAG 

AGATGGGGTTTCACGTTGTTGGCCAGGATGGTCTCCATCTCCTGACCTCATGATCCGCCCAC 

CTTGGCCTCCCAAAATGCTGGGATTACAGGCATGAGCCACTGCGCCCGGCCTCTTTTTAGCT 

ACTCTTATGTTCCACATGCACATATGACAAGGTGGCATTAATTAGATTCAATATTATTTCTA 

GGAATAGTTCCTCATTCATTTTTATATTGACCACTAAGAAAATAATTCATCAGCATTATCTC 

ATAGATTGGAAAATTTTCTCCAAATACAATAGAGGAGAATATGTAAAGGGTATACATTAATT 

GGTACGTAGCATTTAAAATCAGGTCTTATAATTAATGCTTCATTCCTCATATTAGATTTCCC 

AAGAAATCACCCTGGTATCCAATATCTGAGCATGGCAAATTTAAAAAATAACACAATTTCTT 

GCCTGTGACCCTAGCACTTTGGGAGGCCGAGGCAGGTGGATCACCTGAGGTCAGGGGTTCGA 

GACCAGCCTGGCCGACATGGCGAAGCCCCTTCTCTGCTAGGAATGCAGAAATTGGCTGGGCG 

TGGTGGTGCATGCCTGTAGTCCCGGCTACTTGGGAGGCTGAGGCAGGAGAGTCGCTTGAACC 

CAGGGGGTGGAGGTTGCAGTGAGCCGAGATTGTGCCACTGCACTCCAACCTGGGTGACGGAG 

TGAGATTCCATCTGAAAAACAAAAAC^AAAAC^^ 

CCCACAACTTTGTCAAATAATGTACAGGCAAACACTTTCAAATATAATTTCCTTCAGTGAAT 

ACAAAATGTTGATATCATAGGTGATGTACAATTTAGTTTTGAATGAGTTATTATGTTATCAC 

TGTGTCTGATGTTATCTACTTTGAAAGGCAGTCCAGAAAAGTGTTCTAAGTGAACTCTTAAG 

ATCTATTTTAGATAATTTCAACTAATTAAATAACCTGTTTTACTGCCTGTACATTCCACATT 

AATAAAGCGATACCAATCTTATATGAATGCTAATATTACTAAAATGCACTGATATCACTTCT 

TCTTCCACTGTTGAAAAGCTTTCTCATGATCATATTTCACCCACATCTCACCTTGAAGAAAC 

TTACAGGTAGACTTACCTTTTCACTTGTGGAATTAATCATATTTAAATCTTACTTTAAGGCT 

C AAT AAAT AAT AC T CAT AATGT C C C AAAAAAAAAAAAAAAA (A3 4, SEQ ID 

NO: 50) 
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MVPAPWKVFLILSCLAGQVSWQVTI PDGFVNVTVGSNVTLI CI YTTTVASREQLS IQWSFF 
HKKEMEPISIYFSQGGQAVAIGQFKDRITGSNDPGN^ 

LGQNQGILNVSVLVKPSKPLCSVQGRPETGHTISLSCLSALGTPSPVYYWHKLEGRDIVPVK 
ENFNPTTGILVIGNLTNFEQGYYQCTAINRLGNSSCEIDLTSSHPEVGIIVGALIGSLVGAA 
III S WCFARNKAKAKAKERNSKTI AELEPMTKINPRGESEAMPREDATQLEVTLPS S IHET 
GPDTIQEPDYEPKPTQEPAPEPAPGSEPMAVPDLDIELELEPETQSELEPEPEPEPESEPGV 
WE PL S EDE KG WKA (A3 4, SEQ ID NO: 1) 
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